OIPE / 



•Q TV T»T C T7»/-\TTT7Vrr'T7" T Tfiqi TITH n^mn , -i/W^-^/i^^^ 

PATENT APPLICATION US/09/400,492 TIME: 09:26:28 



Input Set: 1400492. RAW 



This Raw Listing contains the General Information 
Section and up to first 5 pages. / 

V s 

1 <110> APPLICANT: Rhodes, Kenneth j 

2 An, Wenqian 

3 <12 0> TITLE OF INVENTION: METHODS FOR TREATING CARDIOVASCULAR DISORDERS 

4 <130> FILE REFERENCE: MNI-06 9CP 

5 <140> CURRENT APPLICATION NUMBER: US/09/4 00 , 492 

6 <141> CURRENT FILING DATE: 1999-09-21 

7 <150> EARLIER APPLICATION NUMBER: USSN 60/110,277 

8 <151> EARLIER FILING DATE: 1998-11-30 CM TP ^ Pt 

9 <150> EARLIER APPLICATION NUMBER: USSN 60/110,033 C (M f C I. J 

10 <151> EARLIER FILING DATE: 1998-11-25 

11 <150> EARLIER APPLICATION NUMBER: USSN 60/109,333 

12 <151> EARLIER FILING DATE: 1998-11-20 

13 <150> EARLIER APPLICATION NUMBER: USSN 09/298,731 

14 <151> EARLIER FILING DATE: 1999-04-23 

15 <150> EARLIER APPLICATION NUMBER: USSN 09/350,614 

16 <151> EARLIER FILING DATE: 1999-07-09 

17 <150> EARLIER APPLICATION NUMBER: USSN 09/350,874 

18 <151> EARLIER FILING DATE: 1999-07-09 

19 <160> NUMBER OF SEQ ID NOS : 73 

20 <170> SOFTWARE: Patentln Ver . 2.0 

21 <210> SEQ ID NO 1 

22 <211> LENGTH: 1463 

23 <212> TYPE: DNA 

24 <213> ORGANISM: Homo sapiens 

25 <220> FEATURE: 

26 <221> NAME / KEY : CDS 

27 <222> LOCATION: (225).. (872) 

28 <400> SEQUENCE: 1 

29 gaatagcccc ctttcacttc tgagtccctg catgtgcggg gctgaagaag gaagccagaa 60 

30 gcctcctagc ctcgcctcca cgtttgctga ataccaagct gcaggcgagc tgccgggcgc 120 

31 ttttctctcc tccaattcag agtagacaaa ccacggggat ttctttccag ggtaggggag 180 

32 gggccgggcc cggggtccca actcgcactc aagtcttcgc tgcc atg ggg gcc gtc 236 

33 Met Gly Ala Val 

34 1 

35 atg ggc acc ttc tea tct ctg caa acc aaa caa agg cga ccc teg aaa 284 

36 Met Gly Thr Phe Ser Ser Leu Gin Thr Lys Gin Arg Arg Pro Ser Lys 

37 5 10 15 20 

38 gat aag att gaa gat gag ctg gag atg acc atg gtt tgc cat egg ccc 332 

39 Asp Lys lie Glu Asp Glu Leu Glu Met Thr Met Val Cys His Arg Pro 

40 25 30 35 

41 gag gga ctg gag cag etc gag gcc cag acc aac ttc acc aag agg gag 380 

42 Glu Gly Leu Glu Gin Leu Glu Ala Gin Thr Asn Phe Thr Lys Arg Glu 

43 40 45 50 

44 ctg cag gtc ctt tat cga ggc ttc aaa aat gag tgc ccc agt ggt gtg 428 




OIPE 



PAGE : 2 RAW SEQUENCE LISTING DATfcJ : iu/ 06/ 1993 

PATENT APPLICATION US/09/4 00,4 92 TIME: 09:26:28 

Input Set: 1400492 . RAW 



45 




Leu 


Gin 


Val 


Leu 


Tvr 


Ara 


Glv 


Phe 


Lys 


Asn 


Glu 


Cvs 


Pro 


Ser 


Glv 


Val 




46 








55 










60 










65 










4 7 




gt c 


aac 


gaa 


gac 


aca 


ttc 


aag 


cag 


ate 


tat 


get 


cag 


ttt 


ttc 


cc t 


cat 


476 


48 




Val 


Asn 


Glu 


Asp 


Thr 


Phe 


Lys 


Gin 


He 


Tvr 


Ala 


Gin 


Phe 


Phe 


Pro 


His 




49 






70 










75 










80 












5 0 




y y a 


gat 


gec 


age 


acg 


tat 


gc c 


cat 


tac 


etc 


ttc 


aat 


gee 


ttc 


gac 


ac c 


524 


5 1 




Gly 


Asp 


Ala 


Ser 


Thr 


Tvr 


Ala 


His 


Tvr 


Leu 


Phe 


Asn 


Ala 


Phe 


Asp 


Thr 




52 




85 










90 










95 










100 




53 




act 


cag 


aca 


aac 

y y u 


tec 


cut 0 

y L -y 


aag 


ttc 




gac 


ttt 


gta 


ace 


get 


eta 


t eg 


572 


54 




Thr 


Gin 


Thr 


Glv 


Ser 


Val 


Lys 


Phe 


Glu 


Asp 


Phe 


Val 


Thr 


Ala 


Leu 


Ser 




55 












105 










110 










115 






56 




at t 


tta 


l i_y 


aga 


y y ct 


act 


gtc 


c a c 


CI Pi rj 

y ciy 


aaa 


eta 


:n CI CI 

ctyy 


i_y y 


aca 


ttt 


aat 


620 


57 




lie 


Leu 


Leu 


Ara 


Glv 


Thr 


Val 


His 


Glu 


Lys 


Leu 


Ara 

rtx y 


Trn 


Thr 


Phe 


Asn 




58 










12 0 










125 










13 0 








59 




tta 
u uy 


tat 


gac 


ate 


aac 


aag 


gac 


y y <x 


tac 


at a 


aac 


aaa 


y <*y 


ci p\ a 
y <*y 


atg 


atg 


668 


60 




Leu 


Tvr 
y 


Asp 


lie 


Asn 


Lys 


Asp 


Glv 


Tvr 


He 


Asn 


Lys 


Glu 


Glu 


Met 


Met 




6 1 








135 










14 0 










14 5 










62 




5a c 


att 




aaa 


gee 


ate 


tat 


gac 


atg 


atg 


y y y 


aaa 


tac 


aca 


tat 


c c t 


716 


63 




Asp 


lie 


Val 


Lys 


Ala 


He 


Tyr 


Asp 


Met 


Met 


Gly 


Lys 


Tyr 


Thr 


Tyr 


Pro 




64 






150 










155 










160 












65 




y u y 


etc 


aaa 


y a y 


gac 


act 


cca 


agg 


cag 


cat 


gtg 


gac 


gtc 


ttc 


ttc 


cag 


764 


66 




Val 


Leu 


Lys 


Glu 


Asp 


Thr 


Pro 


Arg 


Gin 


His 


Val 


Asp 


Val 


Phe 


Phe 


Gin 




67 




165 










170 










175 










180 




68 




aaa 


atg 


gac 


aaa 


aat 


aaa 


gat 


ggc 


ate 


gta 


act 


tta 


gat 


gaa 


ttt 


ctt 


812 


69 




Lys 


Met 


Asp 


Lys 


Asn 


Lys 


Asp 


Gly 


He 


Val 


Thr 


Leu 


Asp 


Glu 


Phe 


Leu 




70 












185 










190 










195 






71 




gaa 


tea 


tgt 


cag 


gag 


gac 


gac 


aac 


ate 


atg 


agg 


tct 


etc 


cag 


ctg 


ttt 


860 


72 




Glu 


Ser 


Cys 


Gin 


Glu 


Asp 


Asp 


Asn 


He 


Met 


Arg 


Ser 


Leu 


Gin 


Leu 


Phe 




73 










200 










205 










210 








74 




caa 


aat 


gtc 


atg 


taactggtga cactcagcca ttcagctctc agagacattg 




912 


75 




Gin 


Asn 


Val 


Met 




























76 








215 






























7 7 




tactaaacaa ccaccttaac accctgatct 


gcccttgttc 


tgattttaca 


caccaactct 


972 


7 8 




tgggacagaa acacctttta cactttggaa 


gaattctctg 


ctgaagactt 


tcttatggaa 


103 2 


7 9 




cccagcatca tgtggctcag tctctgattg 


ccaactcttc 


ctctttcttc 


ttcttgagag 


10 92 


8 0 




agacaagatg aaatttgagt ttgttttgga 


ageatgetea 


tctcctcaca 


ctgctgccct 


1152 


8 1 




atggaaggtc cctctgctta agcttaaaca 


gtagtgcaca 


aaatatgctg 


sttacgtgcc 


12 12 


8 2 




cccagcccac tgcctccaag tcaggcagac 


cttggtgaat 


ctggaagcaa gaggacctga 


12 7 2 


83 




gccagatgca caccatctct gatggcctcc 


caaaccaatg 


tgcctgtttc 


tcttcctttg 


13 3 2 


84 




gtgggaagaa tgagagttat ccagaacaat 


taggatctgt 


catgaccaga 


ttgggagagc 


1392 


85 




cagcacctaa catatgtggg ataggactga 


attattaagc 


atgacattgt 


stgatgaccc 


1452 


86 




aaactgcccc g 


























1463 


87 


<210> 


SEQ 


ID NO 2 






























88 


<211> 


LENGTH : 


216 






























89 


<212> 


TYPE : PRT 






























90 


<213> 


ORGANISM: Homo sapiens 
























91 


<400> 


SEQUENCE 


: 2 






























92 




Met 


Gly Ala 


Val 


Met 


Gly Thr 


Phe 


Ser 


Ser 


Leu 


Gin 


Thr 


Lys 


Gin 


Arg 




93 




1 








5 










10 










15 






94 




Arg 


Pro 


Ser 


Lys 


Asp 


Lys 


He 


Glu 


Asp 


Glu 


Leu 


Glu 


Met 


Thr 


Met 


Val 





OIPE 

PAGE: 3 RAW SEQUENCE LISTING DATE: 10/06/1^99 

PATENT APPLICATION US/0 9/4 00,4 92 TIME: 09:26:28 

Input Set: 1400492. RAW 



95 20 25 30 

96 Cys His Arg Pro Glu Gly Leu Glu Gin Leu Glu Ala Gin Thr Asn Phe 

97 35 40 45 

98 Thr Lys Arg Glu Leu Gin Val Leu Tyr Arg Gly Phe Lys Asn Glu Cys 

99 50 55 60 

100 Pro Ser Gly Val Val Asn Glu Asp Thr Phe Lys Gin lie Tyr Ala Gin 

101 65 70 75 80 

102 Phe Phe Pro His Gly Asp Ala Ser Thr Tyr Ala His Tyr Leu Phe Asn 

103 85 90 95 

104 Ala Phe Asp Thr Thr Gin Thr Gly Ser Val Lys Phe Glu Asp Phe Val 

105 100 105 110 

106 Thr Ala Leu Ser lie Leu Leu Arg Gly Thr Val His Glu Lys Leu Arg 

107 115 120 125 

10 8 Trp Thr Phe Asn Leu Tyr Asp lie Asn Lys Asp Gly Tyr lie Asn Lys 

109 130 135 140 

110 Glu Glu Met Met Asp lie Val Lys Ala lie Tyr Asp Met Met Gly Lys 

111 145 150 155 160 

112 Tyr Thr Tyr Pro Val Leu Lys Glu Asp Thr Pro Arg Gin His Val Asp 

113 165 170 175 

114 Val Phe Phe Gin Lys Met Asp Lys Asn Lys Asp Gly lie Val Thr Leu 

115 180 185 190 

116 Asp Glu Phe Leu Glu Ser Cys Gin Glu Asp Asp Asn lie Met Arg Ser 

117 195 200 205 

118 Leu Gin Leu Phe Gin Asn Val Met 

119 210 215 

120 <210> SEQ ID NO 3 

121 <211> LENGTH: 1856 

122 <212> TYPE: DNA 

123 <213> ORGANISM: Rattus sp . 

124 <220> FEATURE: 

125 <221> NAME /KEY : CDS 

126 <222> LOCATION: ( 3 00 ) . . ( 10 3 4 ) 

127 <400> SEQUENCE: 3 

128 ggcacacaac ccctggattc ttcggagaat atgccgtgag gtgttgccaa ttattagttc 60 

129 tcttggctag cagatgttta gggactggtt aagcctttgg agaaattacc ttaggaaaac 120 

130 ggggaaataa aagcaaagat taccatgaat tgcaagatta cctagcaatt gcaaggtagg 180 

131 aggagagagg tggagggcgg agtagacagg agggagggag aaagtgagag gaagctaggc 240 

132 tggtggaaat aaccctgcac ttggaacagc ggcaaagaag cgcgattttc cagctttaa 299 

133 atg cct gcc cgc gtt ctg ctt gcc tac ccg gga acg gag atg ttg acc 347 

134 Met Pro Ala Arg Val Leu Leu Ala Tyr Pro Gly Thr Glu Met Leu Thr 

135 15 10 15 

136 cag ggc gag tct gaa ggg etc cag acc ttg ggg ata gta gtg gtc ctg 395 

137 Gin Gly Glu Ser Glu Gly Leu Gin Thr Leu Gly He Val Val Val Leu 

138 20 25 30 

139 tgt tec tct ctg aaa eta ctg cac tac etc ggg ctg att gac ttg teg 443 

140 Cys Ser Ser Leu Lys Leu Leu His Tyr Leu Gly Leu He Asp Leu Ser 

141 35 40 45 

142 gat gac aag ate gag gat gat ctg gag atg acc atg gtt tgc cat egg 491 
14 3 Asp Asp Lys He Glu Asp Asp Leu Glu Met Thr Met Val Cys His Arg 

144 50 55 60 



OIPE 



T „„™ DATE : 10/06/iy^ 

a RAW SEQUENCE LISTING . TIME : 09:26:28 

PAGE: 4 p A TENT APPLICATION US/09/400,492 

input Set: 1400492. RAW 



oaa aca caq acg aac ttc acc aag aga 

£ Z Z £ IS S £ SS S «J ™? » - - - - 

65 ^ rtt til cqq gga ttc aaa aac gag tgc ccc agt ggt 

HI Z Z »l - S S Sy «- «. » - <*• Pr. ~ Gly 

S5SE = SSE = £S:S~ = ~ = 

115 ^ at-a aaa ttc gag gac ttt gtg act get ctg 

acc acc cag aca ggc tct gta aag ttc 3 ^ Leu 

Thr Thr Gin Thr Gly Ser Val Lys Phe Glu Asp Phe 

135 

«, 1" tta ct, a g a ^ £ - J- £ « £ S '« 

Ser He Leu Leu Arg Gly Thr Val His Giu ^ ^ 

145 ^ III aaa aac ggc tac ata aac aaa gag gag atg 

£ S S £ S E £ £, Sv ^ n. » «. s « « 
2 S Ss£eSSS223 = F~ 

« s s i s S £ = s = = s i - = s 

200 

cag aaa IS -t »a a f aaa g .t £ .« £ a. t» £ £ £ 

Gin Lys Met Asp Lys Asn Lys Asp Giy ^ 

«. £ tec ft « 9 9 a 9 9 at aac ate at 9 « - - - £ 
M, Glu Ser Cys Gin Glu asp Asp Ma He *t m ^ 



17 g Leu tjiu dcj. w - - — - 235 

S «c c,a a,t «c at, t™. ca=t gg cc.t e=t g ctctca 9 . 9 ac.ct g a »7. 

179 phe Gin Asn Val Met 

180 rrtacccttg ttccagtttt acacatcaac tetegggaca 1134 

181 caaacacctc aatgccctga tctgcccttg ttc g aacctggcac 1194 
S gaaatacctt ttacactttg gaagaj ; ct a ctt ^ 
183 cgagtggctc agtctctgat tgccaactct tcct atgctgctgc tgccctgtgg 1314 

tgaaatccga agtttgtttt ggaagcatgc cc.tctctcc M cagatcccca 13 74 

aaggcccctc tgettgaget taaacag ag tctg^g ^ 

186 actcactgcc tctaagtcag gcagaccctg agtgggaaga aagaacgetc 14 94 

cgatggcctc ccaagccaat gtgectgett Mtggg ^ i554 

tacagagcac ttagagctta cc.tg.aaat ^aacagccc atgtcatttt 1614 

aataggactg aattattaag c t«g.t g c atagaacaag 1674 

190 tttttccaga ggtagggact aataattctc ccaca g tctccatccc 1734 

tcttttaaca catccaggag ggaaacege c ggt c g 

192 ctgctcaagc ccagcactgc atgtctctcc egg s tcqt acaaaa aaaaaaaaaa 1854 

\H taacttttat accctgttat aatcaataaa cagaactatt tegtaca ^ 

194 * a 



OIPE 



RAW SEQUENCE "ST™ /nft/Anft AQ9 time ; 0 9:26:28~ 



date: io/06/iyyy 

PAGE : 5 ^TEN^APPLICAT ION US / 09/400,492 

input Set: 1400492. RAW 



195 
196 
197 
198 
199 
200 
201 
202 
203 
204 
205 
206 
207 
208 
209 
210 
211 
212 
213 
214 
215 
216 
217 
218 
219 
220 
221 
222 
223 
224 
225 
226 
227 
228 
229 
230 
231 
232 
233 
234 
235 
236 
237 
238 
239 
240 
241 
242 
243 



< 

<212> 
<213> 
<400> 



10> SEQ ID NO 4 
11> LENGTH: 245 
TYPE : PRT 

ORGANISM: RattUS sp . 

SToV, «, »i - « ^ - Tta *■ t Thr 

oi„ oly 01. ser 01. oly « ol. Thr « oi, n= *i »i - 

cys „ s « « i*. « »J; v - «v « »« «■» Lm ser 

as P asp ,ys .1. oi. asp ».P « «« « *" « val ^ Hi3 " 9 
Pro „" oly «. 01. «. « «» T £ »» Pte Tht WE 7„ 

o" „e. 01. v,l Leu Tyr Ar g Oly P»e Lys As. 01. Cys «. Ser Oly 

QC 9 0 

val Va! As. 01. Olu Thr Phe l,ys 01. He Tyr ,1. 0!„ Phe Phe Pro 
Bl. Oly Asp IS Ser Thr Tyr .la S Tyr « Phe As. Ala Phe Asp 
Thr Thr to Thr Oy ser v.! S ^ 01. A, »• val Thr ,1a ,e. 
ser \u u. ». ** oly iS v,l His 01. w. m *p Thr Phe 

150 15 

E Le. Tyr Asp lie As. W s Asp «y »£ » «■ «» £ "* 

« Asp He Val £ «a He Tyr Asp Met Met Oly .ys Tyr Thr Tyr 

Pro val «. W 01. Asp Thr Pro S 01. Hi, Val Asp va! Phe Phe 

200 

01. W s Met Asp W s As» Lys Asp Oly lie val Thr Asp 01. Phe 
« ser cys 01. 01. Asp Asp As. He Met Ar 9 Ser « 01. « 

225 ZJU 
Phe Gin Asn Val Met 
245 

<210> SEQ ID NO 5 
<211> LENGTH: 1907 
<212> TYPE: DNA 
<213> ORGANISM: Mus musculus 
<220> FEATURE: 
<221> NAME /KEY 
<222> LOCATION 
<400> SEQUENCE 



CDS 

(477) . . (1124) 

SEQUENCE: 5 nraaaacqac caggtggcag caggggcggg 6 0 

cggccccctg agatccagcc cgagcgcggg gcggagcgjc cggg ggccgtgcgg 120 

722Z SK= = 55- ssc 555 - 

... =c? « ^ ^ — »• 

P/ease Note: conupnee Listina. Please review the . / 

S£ 2 " ** «i»«>" «*"* " resen,s al " ,ast ° ne " or x 



PAGE: 



VERIFICATION SUMMARY 

PATENT APPLICATION US/09/400 . 492 



DATE: 10/06/1999 
TIME: 09:26:28 



input Set: 1400492. RAW 



Line ? Error/Warning 



Original Text 



att aac gaa gag aca ttc aag cng ate tac g 

576 w "N" or "Xaa" used: Feature required gtt aa g ^ ^ ^ Qlu Thr phe L 

615 W "N" or "Xaa" used: Feature required Pro y 

809 W invalid/Missing Amino Acid Numbering ggca tactgt aattgeccat taaacaaa 

1993 W "N" or "Xaa" used: Feature required ^^/La Xaa Xaa Xaa Xaa Xaa Asp L 
2207 W "N" or "Xaa" used: Feature requirea phe Xaa Xaa Xaa Xaa 

2209 W "N" or "Xaa" used: Feature required Xaa 



